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C. elegans development
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The first symmetry break: A/P axis
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Asymmetric first division

Asymmetric cell division
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formation of the C. elegans endoderm
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formation of the C. elegans mesoderm
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MED-1/2 GATAs specify mesendoderm
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END-1/3 GATAs specify endoderm
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END-1/3 specify endoderm
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Asymmetric cell division
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what are the med-1,2 targets?
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GTATA sites are required for
end-1 expression
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putative MED targets
A AGTATAC N25_1OOAAGTATAC

gene product MED sites
F58E10.2 end-1 * %
F58E10.5 end-3 * kk K
F35H8.7 wee-1.1 * ok x
ceh-20/F31E3.2 homeobox * *
F58G4.4 LAG-2-like * *
C32E12.5 Sox family (HMG) * K %
ZK849.2 RCC1 * *
TO7D1.2 unknown * *
ZK177.10, ZK177.1 T-box/unknown * kok ok ok ok ok Kk
T11A5.5 oxygen transport * Kk
C17C3.7,C17C3.10 bHLH (2) * *
B0303.8, 9 unknown * * k *

three classes of candidate MED targets
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the evolving EMS gene regulatory network
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Sea urchin regulatory network
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MEDs, POP-1,
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