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Models in Biology

There is an abundance of biological models containing many equations and
free parameters.

Application of Dominant Balance

Example of Dominant Balance:

6000 + 3900 + 10 4 20 + 60 + .01 +.0004 + 5 + 3 + 1.9896
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Simplified Biological Models that Retain

all Biological Information

The reduced HSR system:
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The system can therefore be simplified from 2 ODEs to 1:

The reduced model of the Wnt signaling pathway:

where, for example
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