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"...I saw a very many great round
particles, of the bigness of a great corn of
sand drive and move in the water...This
was to me a very pleasant sight, because
the said particles, as often as | did look on
them, did neither lye still, and that their
motion did proceed from their turning
round; and that the more, because | did
fancy at first that they were small
animals, and the smaller these particles
were, the greener was their colour ...
These particles had each of them within
included 5, 6, 7, nay, some to 12 small
round globules, of the same shape as the
body wherein they were included." (van
Leeuwenhoek, 1700)

Organizer:
Aurora M Nedelcu — UNB, Canada

Organizing Committee:

Matthew Herron — U Montana, USA; Erik Hanschen — U
Arizona, USA; David Smith — UBC, Canada; Hisayoshi
Nozaki — U Tokyo, Japan; Jim Umen — Donald Danforth Ctr,
USA; Stephen Miller — UMBC, USA; Armin Hallmann — U
Bielefeld, Germany, Aurelia Honerkamp-Smith —
Cambridge, UK.

http://www.unbf.ca/vip/IVC2013
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